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Reward for a; . atch:[r^lJ Penal * for auusm aff 

r UseMegaK^SX, Strand optiongggg^j^ 



Ooengap[5 1 and extensi on gap E j penalties 



. . nr rj H 3027635 ! or download from file I 

Sequence 1 Ente r accession or Lrl iigvg."., ■ U1 ^ . = 

or sequencer FASTA format fr om:! -M- - 1 



Sequence 2 Ente r accession or GI [ 
or sequence; in f ASIA forma t fromC 



or downl oad from: file 

tto:|_ ,,.]■ 



egaccaagtctac : agcgctccc:ggt 



lllilliifi 



Comments and suggestions to: hJ^m<Mj^^ 
Credits to: J^ wLMmv and Tom Madden 
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SEQX '-mm RESULTS VERSION BLASTN 2.2.2 [I>eol*2001] 



BLAST 2 ! 

M^r^M^fTj gap openC ^ exteasiong ;| 
x_dropoff:l5i" exceed OffW wbrdsize: E 15 ^ 



Sequence gi 



Homo sapiens 



coupled receptor, 1 (EDG1), mRNA 



endotheUal differentiation, sphingolipid G-protein- ^ 2753; 



Sequence y 2 

2 1 

No significant s.mflarity was found 
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